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<210> 1 

<211> 794 

<212> DNA . , 

<213> Artificial Sequence 



<220> 
<223> 



fusion protein comprising growth hormone fused to domain 
compri si ng glycosyl phosphati dyi nosi to 1 



gg??cctcta gactcgaggt cctacaggta tggatctctg gcagctgctg ttgaccttgg 
cactggcagg atcaagtgat gctcatatgt tcccaaccat tcccttatcc aggctttttg 
acaacgctag tctccgcgcc catcgtctgc accagctggc ctttgacacc taccaggagt 
ttgaagaagc ctatatccca aaggaacaga agtattcatt cctgcagaac ccccagacct 
ccctctgttt ctcagagtct attccgacac cctccaacag ggaggaaaca caacagaaat 
ccaacctaga gctgctccgc atctccctgc tgctcatcca gtcgtggctg gagcccgtgc 
agttcctcag gagtgtcttc gccaacagcc tggtgtacgg cgcctctgac agcaacgtct 
atgacctcct aaaggaccta gaggaaggca tccaaacgct gatggggagg ctggaagatg 
gcagcccccg gactgggcag atcttcaagc agacctacag caagttcgac acaaactcac 
acaacgatga cgcactactc aagaactacg ggctgctcta ctgcttcagg aaggacatgg 
acaaggtcga gacattcctg cgcatcgtgc agtgccgctc tgtggagggc agctgtggct 
tcggcggtgg aggggatatc gacaagctgg tcaagtgtgg cggcataagc ctgctggttc 
agaacacatc ctggatgctg ctgctgctgc tttccctctc cctcctccaa gccctagact 
tcatttctct gtga 



300 

360 

420 

480 

540 

600 

660 

720 

780 

794 



<210> 2 
<211> 254 
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<212> PRT 

<213> Artificial Sequence 
<220> 

<223> fusion protein comprising growth hormone fused to a 
g1 ycosyl phosphati dyi nosi tol domai n 

<400> 2 

Met Asp Leu Trp Gin Leu Leu Leu Thr Leu Ala Leu Ala Gly Ser Ser 
15 10 15 

Asp Ala His Met Phe Pro Thr lie Pro Leu Ser Arg Leu Phe Asp Asn 
20 25 30 

Ala Ser Leu Arg Ala His Arg Leu His Gin Leu Ala Phe Asp Thr Tyr 
35 40 45 

Gin Glu Phe Glu Glu Ala Tyr lie Pro Lys Glu Gin Lys Tyr Ser Phe 
50 55 60 

Leu Gin Asn Pro Gin Thr ser Leu Cys Phe Ser Glu Ser lie Pro Thr 
65 70 75 80 

Pro ser Asn Arg Glu Glu Thr Gin Gin Lys Ser Asn Leu Glu Leu Leu 
85 90 95 

Arg lie Ser Leu Leu Leu lie Gin Ser Trp Leu Glu Pro Val Gin Phe 
100 105 110 

Leu Arg ser val Phe Ala Asn Ser Leu val Tyr Gly Ala ser Asp Ser 
115 120 125 

Asn val Tyr Asp Leu Leu Lys Asp Leu Glu Glu Gly lie Gin Thr Leu 
130 135 140 

Met Gly Arg Leu Glu Asp Gly ser Pro Arg Thr Gly Gin lie Phe Lys 
145 150 155 160 

Gin Thr Tyr Ser Lys Phe Asp Thr Asn ser His Asn Asp Asp Ala Leu 
165 170 175 

Leu Lys Asn Tyr Gly Leu Leu Tyr cys Phe Arg Lys Asp Met Asp Lys 
180 185 190 

val Glu Thr Phe Leu Arg lie val Gin Cys Arg Ser val Glu Gly ser 
195 200 205 

Cys Gly Phe Gly Gly Gly Gly Asp lie Asp Lys Leu val Lys Cys Gly 
210 215 220 

Gly lie ser Leu Leu val Gin Asn Thr Ser Trp Met Leu Leu Leu Leu 
225 230 235 240 
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Leu Ser Leu sen Leu Leu Gin Ala Leu Asp Phe lie Sen Leu 
245 250 

<210> 3 
<211> 1607 
<212> DNA 

<213> Artificial sequence 

<223> fusion protein comprising growth hormone fused to growth hormone 
receptor 

ggatcctcta gactcgaggt cctacaggta tggatctctg gcagctgctg ttgaccttgg 



60 
120 
180 



cactggcagg atcaagtgat gctcatatgt tcccaaccat tcccttatcc aggctttttg 

acaacgctag tctccgcgcc catcgtctgc accagctggc ctttgacacc taccaggagt 

ttgaagaagc ctatatccca aaggaacaga agtattcatt cctgcagaac ccccagacct 240 

ccctctgttt ctcagagtct attccgacac cctccaacag ggaggaaaca caacagaaat 

ccaacctaga gctgctccgc atctccctgc tgctcatcca gtcgtggctg gagcccgtgc 

agttcctcag gagtgtcttc gccaacagcc tggtgtacgg cgcctctgac agcaacgtct 

atgacctcct aaaggaccta gaggaaggca tccaaacgct gatggggagg ctggaagatg 

gcagcccccg gactgggcag atcttcaagc agacctacag caagttcgac acaaactcac 

acaacgatga cgcactactc aagaactacg ggctgctcta ctgcttcagg aaggacatgg 

acaaggtcga gacattcctg cgcatcgtgc agtgccgctc tgtggagggc agctgtggct 

tcggcggccg cggtggcgga ggtagtggtg gcggaggtag cggtggcgga ggttctggtg 

gcggaggttc cgaattcttt tctggaagtg aggccacagc agctatcctt agcagagcac 

cctggagtct gcaaagtgtt aatccaggcc taaagacaaa ttcttctaag gagcctaaat 

tcaccaagtg ccgttcacct gagcgagaga ctttttcatg ccactggaca gatgaggttc 

atcatggtac aaagaaccta ggacccatac agctgttcta taccagaagg aacactcaag 

aatggactca agaatggaaa gaatgccctg attatgtttc tgctggggaa aacagctgtt 

actttaattc atcgtttacc tccatctgga taccttattg tatcaagcta actagcaatg 

gtggtacagt ggatgaaaag tgtttctctg ttgatgaaat agtgcaacca gatccaccca 

ttgccctcaa ctggacttta ctgaacgtca gtttaactgg gattcatgca gatatccaag 

tgagatggga agcaccacgc aatgcagata ttcagaaagg atggatggtt ctggagtatg 

aacttcaata caaagaagta aatgaaacta aatggaaaat gatggaccct atattgacaa 1320 

catcagttcc agtgtactca ttgaaagtgg ataaggaata tgaagtgcgt gtgagatcca 1380 

aacaacgaaa ctctggaaat tatggcgagt tcagtgaggt gctctatgta acacttcctc 

agatgagcca atttacatgt gaagaagatt tctacggcgg tggaggggat atcgacaagc 

tggtcaagtg tggcggcata agcctgctgg ttcagaacac atcctggatg ctgctgctgc 

tactttccct ctccctcctc caagccctag acttcatttc tctgtga 
^ Page 3 



300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 



1440 
1500 
1560 
1607 
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<210> 4 
<211> 525 
<212> PRT 

<213> Artificial Sequence 

<223> fusion protein comprising growth hormone fused to growth ho 
receptor 

<400> 4 

Met ASP Leu Trp Gin Leu Leu Leu Thr Leu Ala Leu Ala Gly ser ser 
15 10 15 

Asp Ala His Met Phe Pro Thr lie Pro Leu Ser Arg Leu Phe Asp Asn 
20 25 30 

Ala ser Leu Arg Ala His Arg Leu His Gin Leu Ala Phe Asp Thr Tyr 
35 40 45 

Gin Glu Phe Glu Glu Ala Tyr lie Pro Lys Glu Gin Lys Tyr Ser Phe 
50 55 60 

Leu Gin Asn Pro Gin Thr Ser Leu Cys Phe Ser Glu Ser He Pro Thr 
65 70 75 80 

Pro Ser Asn Arg Glu Glu Thr Gin Gin Lys Ser Asn Leu Glu Leu Leu 
85 90 95 

Arq lie ser Leu Leu Leu He Gin Ser Trp Leu Glu Pro val Gin Phe 
100 105 110 

Leu Arq Ser val Phe Ala Asn ser Leu Val Tyr Gly Ala ser Asp Ser 
115 120 125 

Asn val Tyr Asp Leu Leu Lys Asp Leu Glu Glu Gly lie Gin Thr Leu 
130 135 140 

Met Gly Arg Leu Glu Asp Gly ser Pro Arg Thr Gly Gin lie Phe Lys 
145 150 155 IDU 

Gin Thr Tvr Ser Lys Phe Asp Thr Asn Ser His Asn Asp Asp Ala Leu 
165 170 175 

Leu LYS Asn Tyr Gly Leu Leu Tyr cys Phe Arg Lys Asp Met Asp Lys 
180 185 190 

val Glu Thr Phe Leu Arg He val Gin cys Arg Ser val Glu Gly Ser 
195 200 205 

CVS Gly Phe Gly Gly Arg Gly Gly Gly Gly ser Gly Gly Gly Gly ser 
210 215 220 
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Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Glu Phe Phe Sen Gly Ser 
225 230 235 240 

Glu Ala Thr Ala Ala He Leu ser Arg Ala Pro Trp Ser Leu Gin Ser 
245 250 255 

val Asn Pro Gly Leu Lys Thr Asn Ser Ser Lys Glu Pro Lys Phe Thr 
260 265 270 

Lys cys Arg ser Pro Glu Arg Glu Thr Phe ser cys His Trp Thr Asp 
275 280 285 

Glu val His His Gly Thr Lys Asn Leu Gly Pro He Gin Leu Phe Tyr 
290 295 300 

Thr Arg Arg Asn Thr Gin Glu Trp Thr Gin Glu Trp Lys Glu Cys Pro 
305 310 315 320 

ASP Tyr Val Ser Ala Gly Glu Asn ser Cys Tyr Phe Asn Ser ser Phe 
^ 325 330 335 

Thr ser lie Trp lie Pro Tyr Cys lie Lys Leu Thr Ser Asn Gly Gly 
340 345 350 

Thr val Asp Glu Lys Cys Phe ser val Asp Glu lie val Gin Pro Asp 
355 360 365 

Pro pro lie Ala Leu Asn Trp Thr Leu Leu Asn val ser Leu Thr Gly 
370 375 380 

lie His Ala Asp lie Gin val Arg Trp Glu Ala Pro Arg Asn Ala Asp 
385 390 395 400 

lie Gin Lys Gly Trp Met val Leu Glu Tyr Glu Leu Gin Tyr Lys Glu 
405 410 415 

val Asn Glu Thr Lys Trp Lys Met Met Asp Pro lie Leu Thr Thr ser 
420 425 430 

val pro val Tyr Ser Leu Lys val Asp Lys Glu Tyr Glu val Arg val 
435 440 445 

Arq ser Lys Gin Arg Asn Ser Gly Asn Tyr Gly Glu Phe ser Glu val 
450 455 460 

Leu Tvr val Thr Leu Pro Gin Met Ser Gin Phe Thr Cys Glu Glu Asp 
465 470 475 480 



Phe Tyr Gly Gly Gly Gly Asp He Asp Lys Leu val Lys cys Gly Gly 
485 490 495 
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lie Sen Leu Leu val Gin Asn Thr sen Trp Met Leu Leu Leu Leu Leu 
500 505 510 

ser Leu Ser Leu Leu Gin Ala Leu Asp Phe lie Ser Leu 
515 520 525 

<210> 5 
<211> 1442 
<212> DNA 

<213> Artificial Sequence 



<223> fusion protein comprising growth hormone fused to growth hormone 



<400> 5 


yci*- *-^y"-yy »- 


cctacaaata 


tggatctctg 


qcaqctqctq 


ttgaccttgg 


60 




7\X C 7\riC\\ ClTiX 
a L-V^ciciy uycA. 


gctcatatgt 


tcccaaccat 


tcccttatcc 


aggctttttg 


120 


cii-cicii.y V. ^uy 


X C^T C C\CC\C C 
i_V- L\^\-y\-y\-\- 




accaactaac 

V-% ^— *-* w %^ 


ctttgacacc 


taccaggagt 


180 


L L.y ciciy ciay V. 


rl"a1"a1"ccca 

V-K SJL L. C4. I- V- U 


aaggaacaga 


agtattcatt 


cctgcagaac 


ccccagacct 


240 


rrr1"r1'n1"T1" 


\^ L.v.ciyciy ^ 


attccaacac 


cctccaacag 


qqaqqaaaca 


caacagaaat 


300 


V- ci ci I- CI y CI 


y^ i_y\- i_\_v-y\- 


atctccctgc 


tgctcatcca 


qtcqtqqctq 

27 ^^25 2325 25 


gagcccgtgc 


360 


ay u i-v-ciy 


aaatat cttc 

y ciy ^y ^ ^ t v. 


gccaacagcc 


taqtatacqq 


cgcctctgac 


agcaacgtct 


420 


CL i.yci^^ cv.^ c 


aaaaaaccta 

d cmy y n v- ^ *<* 


gaggaaggca 


tccaaacgct 


qatqqqqaqq 

zj 2525^25 -325 


ctggaagatg 


480 


y i.ciy L.^^i»v.y 


ya\- ^yyy ^^y 


atcttcaaac 


agacctacag 


caagttcgac 


acaaactcac 


540 


d^aci^y d ^y u 




aaaaactacQ 


ggctgctcta 


ctqcttcaqq 


aaggacatgg 


600 


a^aciyy u^ya 


aacattccta 


cacatCQtac 


aatQCCQctc 


tqtqgaqqgc 


agctgtggct 


660 


tcggcggccg 


cggLygcgga 


yy Ldg Lyy Ly 


n cfi n a not" a n 
y v^yyayy uay 


^yy ^yy ^yy" 


aa'ttc'taa'ta 


720 


gcggaggttc 


cgaattcttc 


ccaaccattc 


ccttatccag 


gctttttgac 


aacgctagtc 


780 


tccgcgccca 


tcgtctgcac 


cagctggcct 


ttgacaccta 


ccaggagttt 


gaagaagcct 


840 


atatcccaaa 


ggaacagaag 


tattcattcc 


tgcagaaccc 


ccagacctcc 


ctctgtttct 


900 


cagagtctat 


tccgacaccc 


tccaacaggg 


aggaaacaca 


acagaaatcc 


aacctagagc 


960 


tgctccgcat 


ctccctgctg 


ctcatccagt 


cgtggctgga 


gcccgtgcag 


ttcctcagga 


1020 


gtgtcttcgc 


caacagcctg 


gtgtacggcg 


cctctgacag 


caacgtctat 


gacctcctaa 


1080 


aggacctaga 


ggaaggcatc 


caaacgctga 


tggggaggct 


ggaagatggc 


agcccccgga 


1140 


ctgggcagat 


cttcaagcag 


acctacagca 


agttcgacac 


aaactcacac 


aacgatgacg 


1200 


cactactcaa 


gaactacggg 


ctgctctact 


gcttcaggaa 


ggacatggac 


aaggtcgaga 


1260 


cattcctgcg 


catcgtgcag 


tgccgctctg 


tggagggcag 


ctgtggcttc 


ggcggtggag 


1320 


gggatatcga 


caagctggtc 


aagtgtggcg 


gcataagcct 


gctggttcag 


aacacatcct 


1380 


ggatgctgct 


gctgctgctt 


tccctctccc 


tcctccaagc 


cctagacttc 


atttctctgt 


1440 


aa 












1442 
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<210> 6 
<211> 470 
<212> PRT 

<213> Artificial Sequence 

<223> fusion protein comprising growth hormone fused to growth hormone 
<400> 6 

Met Asp Leu Trp Gin Leu Leu Leu Thr Leu Ala Leu Ala Gly ser Ser 
15 10 15 

ASP Ala His Met Phe Pro Thr He Pro Leu Ser Arg Leu Phe Asp Asn 
20 25 30 

Ala Ser Leu Arg Ala His Arg Leu His Gin Leu Ala Phe Asp Thr Tyr 
35 40 45 

Gin Glu Phe Glu Glu Ala Tyr He Pro Lys Glu Gin Lys Tyr Ser Phe 
50 55 60 

Leu Gin Asn Pro Gin Thr Ser Leu Cys Phe Ser Glu Ser lie Pro Thr 
65 70 75 80 

pro ser Asn Arg Glu Glu Thr Gin Gin Lys Ser Asn Leu Glu Leu Leu 
85 90 95 

Ara lie Ser Leu Leu Leu lie Gin ser Trp Leu Glu Pro val Gin Phe 
100 105 110 

Leu Arq Ser val Phe Ala Asn ser Leu Val Tyr Gly Ala ser Asp Ser 
115 120 125 

Asn val Tyr Asp Leu Leu Lys Asp Leu Glu Glu Gly lie Gin Thr Leu 

Met Gly Arg Leu Glu Asp Gly Ser Pro Arg Thr Gly Gin lie Phe Lys 
145 150 155 160 

Gin Thr Tyr Ser Lys Phe Asp Thr Asn Ser His Asn Asp Asp Ala Leu 
165 170 175 

Leu Lys Asn Tyr Gly Leu Leu Tyr Cys Phe Arg Lys Asp Met Asp Lys 
180 185 190 

val Glu Thr Phe Leu Arg He val Gin Cys Arg Ser Val Glu Gly Ser 
195 200 205 

CVS Gly Phe Gly Gly Arg Gly Gly Gly Gly ser Gly Gly Gly Gly Ser 
210 215 220 

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Glu Phe Phe Pro Thr He 
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225 230 235 240 

Pro Leu ser Arg Leu Phe Asp Asn Ala ser Leu Arg Ala His Arg Leu 
245 250 255 

His Gin Leu Ala Phe Asp Thr Tyr Gin Glu Phe Glu Glu Ala Tyr lie 
260 265 270 

Pro Lvs Glu Gin Lys Tyr Ser Phe Leu Gin Asn Pro Gin Thr ser Leu 
275 280 285 

CVS Phe Ser Glu Ser lie Pro Thr Pro Ser Asn Arg Glu Glu Thr Gin 
290 295 300 

Gin Lys ser Asn Leu Glu Leu Leu Arg lie Ser Leu Leu Leu lie Gin 
305 310 315 320 

ser Trp Leu Glu Pro val Gin Phe Leu Arg Ser val Phe Ala Asn Ser 
325 330 335 

Leu val Tyr Gly Ala Ser Asp Ser Asn val Tyr Asp Leu Leu Lys Asp 
340 345 350 

Leu Glu Glu Gly He Gin Thr Leu Met Gly Arg Leu Glu Asp Gly Ser 
355 360 365 

Pro Ara Thr Gly Gin He Phe Lys Gin Thr Tyr Ser Lys Phe Asp Thr 
370 375 380 

Asn ser His Asn Asp Asp Ala Leu Leu Lys Asn Tyr Gly Leu Leu Tyr 
385 390 395 400 

CVS Phe Arg Lys Asp Met Asp Lys val Glu Thr Phe Leu Arg lie Val 
405 410 415 

Gin cys Arg Ser val Glu Gly ser Cys Gly Phe Gly Gly Gly Gly Asp 
420 425 430 

lie ASP Lys Leu val Lys Cys Gly Gly lie ser Leu Leu val Gin Asn 
435 440 445 

Thr ser Trp Met Leu Leu Leu Leu Leu Ser Leu ser Leu Leu Gin Ala 
450 455 460 

Leu Asp Phe lie ser Leu 
465 470 

<210> 7 
<211> 29 
<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> growth hormone receptor primer 
<400> 7 

gcgcggatcc tctagactcg aggtcctac 

<210> 8 

<211> 29 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> growth hormone receptor primer 

<400> 8 

gcgccatatg agcatcactt gatcctgcg 

<210> 9 

<211> 30 

<212> DNA 

<213> Artificial Sequence 

<220> , ^ 

<223> primer amplification of human growth hormone 

<400> 9 

gcgccatatg ttcccaacca ttcccttatc 

<210> 10 

<211> 38 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer amplification of human growth hormone 

<400> 10 

gcgcgatatc ccctccaccg ccgaagccac agctgccc 

<210> 11 
<211> 42 
<212> DNA 

<213> Artificial Sequence 

<223> primer for linking growth hormone and growth hormone receptor to 
gl ycosyl phospati dyi nosi tol domai n 

<400> 11 

gcgccccggg ccctccaccg ccgtagaaat cttcttcaca tg 

<210> 12 

<211> 50 

<212> PRT 

<213> Homo sapiens 

<400> 12 

Pro Ser Pro Thr Pro Thr Glu Thr Ala Thr Pro ser Pro Thr Pro Lys 
15 10 15 



Pro Thr Ser Thr Pro Glu Glu Thr Glu Ala Pro Ser Ser Ala Thr Thr 
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20 25 30 

Leu lie Ser Pro Leu Sen Leu lie Val lie Phe lie ser Phe val Leu 
35 40 45 

Leu lie 
50 

<210> 13 

<211> 39 

<212> PRT 

<213> Homo sapiens 

<400> 13 

Leu val Pro Arg Gly Ser lie Glu Gly Arg Gly Thr ser lie Thr Ala 
15 10 15 

Tvr Asn Ser Glu Gly Glu ser Ala Glu Phe Phe Phe Leu Leu He Leu 
20 25 30 

Leu Leu Leu Leu val Leu val 
35 

<210> 14 

<211> 27 

<212> PRT 

<213> Homo sapiens 

<400> 14 

Thr Ser lie Thr Ala Tyr Lys Ser Glu Gly Glu ser Ala Glu Phe Phe 
15 10 15 

Phe Leu Leu lie Leu Leu Leu Leu Leu val Leu 
20 25 

<210> 15 
<211> 5 
<212> DNA 

<213> Artificial Sequence 

<223> linker peptide for linking growth hormone with growth hormone 
receptor 

<400> 15 

ggggs 

<210> 16 

<211> 6 

<212> PRT 

<213> Homo sapiens 

<400> 16 

Leu val Pro Arg Gly Ser 
1 5 
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<210> 17 

<211> 5 

<212> PRT 

<213> Homo Sapiens 

<400> 17 

Ser Gly Gly Gly Gly 
1 5 

<210> 18 

<211> 10 

<212> PRT 

<213> Homo sapiens 

<400> 18 

Pro Gly lie Ser Gly Gly Gly Gly Gly Gly 
15 10 

<210> 19 

<211> 16 

<212> PRT 

<213> Homo sapiens 

<400> 19 

Leu val Pro Arg Gly ser Pro Gly He Ser Gly Gly Gly Gly Gly Gly 
1 5 10 15 

<210> 20 

<211> 15 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> cleavage sequence 

<400> 20 

Pro Gly lie ser Gly Gly Gly Gly Gly Gly ser Gly Gly Gly Gly 
1 5 10 15 

<210> 21 

<211> 60 

<212> DNA 

<213> homo sapiens 

atggatctct ggcagctgct gttgaccttg gcactggcag gatcaagtga tgctcatatg 

<210> 22 

<211> 20 

<212> PRT 

<213> Homo sapiens 

<400> 22 

Met ASP Leu Trp Gin Leu Leu Leu Thr Leu Ala Leu Ala Gly ser Ser 
1 5 10 15 
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Asp Ala His Met 
20 

<210> 23 

<211> 573 

<212> DNA 

<213> Homo Sapiens 

<400> 23 

ttcccaacca ttcccttatc caggcttttt gacaacgcta gtctccgcgc ccatcgtctg 60 
caccagctgg cctttgacac ctaccaggag tttgaagaag cctatatccc aaaggaacag 120 
aagtattcat tcctgcagaa cccccagacc tccctctgtt tctcagagtc tattccgaca 
ccctccaaca gggaggaaac acaacagaaa tccaacctag agctgctccg catctccctg 
ctgctcatcc agtcgtggct ggagcccgtg cagttcctca ggagtgtctt cgccaacagc 
ctggtgtacg gcgcctctga cagcaacgtc tatgacctcc taaaggacct agaggaaggc 360 
atccaaacgc tgatggggag gctggaagat ggcagccccc ggactgggca gatcttcaag 420 
cagacctaca gcaagttcga cacaaactca cacaacgatg acgcactact caagaactac 480 
gggctgctct actgcttcag gaaggacatg gacaaggtcg agacattcct gcgcatcgtg 540 
cagtgccgct ctgtggaggg cagctgtggc ttc 573 

<210> 24 

<211> 191 

<212> PRT 

<213> Homo sapiens 

<400> 24 

Phe Pro Thr lie Pro Leu Ser Arg Leu Phe Asp Asn Ala Ser Leu Arg 
15 10 15 

Ala His Arg Leu His Gin Leu Ala Phe Asp Thr Tyr Gin Glu Phe Glu 
20 25 30 

Glu Ala Tyr lie Pro Lys Glu Gin Lys Tyr Ser Phe Leu Gin Asn Pro 
35 40 45 

Gin Thr Ser Leu Cys Phe Ser Glu Ser lie Pro Thr Pro Ser Asn Arg 
50 55 60 

Glu Glu Thr Gin Gin Lys ser Asn Leu Glu Leu Leu Arg lie Ser Leu 
65 70 75 80 

Leu Leu lie Gin Ser Trp Leu Glu Pro val Gin Phe Leu Arg Ser val 
85 90 95 

Phe Ala Asn ser Leu val Tyr Gly Ala Ser Asp Ser Asn val Tyr Asp 
100 105 110 

Leu Leu Lys Asp Leu Glu Glu Gly lie Gin Thr Leu Met Gly Arg Leu 
115 120 125 
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Glu ASP Gly Ser Pro Arg Thr Gly Gin lie Phe Lys Gin Thr Tyr ser 
130 135 140 

Lys Phe Asp Thr Asn ser His Asn Asp Asp Ala Leu Leu Lys Asn Tyr 
145 150 155 160 

Gly Leu Leu Tyr Cys Phe Arg Lys Asp Met Asp Lys val Glu Thr Phe 
165 170 175 

Leu Arg He val Gin Cys Arg Ser val Glu Gly Ser Cys Gly Phe 
180 185 190 

<210> 25 

<211> 132 

<212> DNA 

<213> Homo sapiens 

<400> 25 ^ ^ „ 

ggcggtggag gggatatcga caagctggtc aagtgtggcg gcataagcct gctggttcag 

aacacatcct ggatgctgct gctgctgctt tccctctccc tcctccaagc cctagacttc 
atttctctgt ga 

<210> 26 

<211> 38 

<212> PRT 

<213> Homo Sapiens 

<400> 26 

He Asp Lys Leu val Lys cys Gly Gly He ser Leu Leu val Gin Asn 
2_ 5 10 l^ 

Thr Ser Trp Met Leu Leu Leu Leu Leu ser Leu Ser Leu Leu Gin Ala 
20 25 30 

Leu Asp Phe lie ser Leu 
35 

<210> 27 
<211> 29 
<212> DNA 

<213> Artificial sequence 

<223> linker sequence between promoter and initiation codon 
<400> 27 

ggatcctcta gactcgaggt cctacaggt 

<210> 28 

<211> 15 

<212> DNA 

<213> Artificial Sequence 



60 
120 
132 



29 



<220> 
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<223> Linker between GH protein and GPI anchor 

<400> 28 
ggcggtggag gggat 



<210> 29 

<211> 5 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Linker between GH protein and GPI anchor 

<400> 29 

Gly Gly Gly Gly Asp 
1 5 
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